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Table 1. Accession numbers of the sequences in GenBank (NCBI) belonging to isolates under survey.

(S aLs) Species (las aLy) Isolates

Accession numbers of the sequences in GenBank
(OS sS::L:s o9 LAG.\bS ‘_s.l.u)l:.ud éJLa.a.:b)

ITS1 285-D1/D2 GAPDH
Alternaria chlamydospora SCUA-1E MH715161 MH715228 -
A. chlamydospora SCUA-16E MH715165 MH715233 -
A. phragmospora SCUA-12B MH715164 MH715232 -
Curvularia ahvazensis CBS 144737; IRAN 3134C; SCUA-2C  MH688042 MH715229 MH6888041
Curvularia sp. SCUA-11C-2 MH688046 - MH688045
Curvularia sp. CBS 144736; IRAN 3135C; SCUA-11C MH688044 - MH688043
Fusarium chlamydosporum SCUA-4B MH715162 MH715230 -
Fusarium sp. SCUA-11A MH715163 MH715231 -
Fusarium sp. SCUA-18A MH715166 MH715234 -
Chaetomium olivaceum SCUA-19A MH715171 MH715236 -
C. olivaceum SCUA-30B MH715172 MH715237 -
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@ Chactomium olivaceum SCUA-19A
@ Chaetomium olivaceum SCUA-30B
64 Chaetomium cucumericola CBS 378.71
_E Chaetomium olivaceum CBS 418.80A
Chaetomium olivaceum CGMCC 3.9465
Chaetomium tectifimeti DTO 318-G8

Chaetomium cervicicola DTO 318-G6
*[E Chaetomium globosum CBS 148.51

81

Chaetomium cochliodes DTO 318-H2
Chaetomium elatumDTO 333-F8
Amesia atrobrunnea CBS 250.75
88 ——Amesia cymbiformis CBS 176.84
Amesia gelasinospora CBS 643.83
97 Fusarium boothirNRRL 29011
Fusarium lunulosporumNRRL13393
Fusarium asiaticamNRRL 26156
Fusarium kyvushuense NRRL 3509
Fusarium langsethiae CBS 113234
I: @ Fusarium chlamydosporum SCUA-4B
@ Fusariumsp. SCUA-11A
Fusarium cf. incarnatum-equiseti M752
96 Fusarium chlamydosporum CBS 635.76
@ Fusariumsp. SCUA-18A
Fusarium cf. incarnatumBRS 03
Fusarium equiseti NRRL 20697
64 — Fusarium equiseti NRRL 26419
@ Alfernaria phragmospora SCUA-12B
Alternaria phragmospora ATCC 18914
@ Alternaria chlamydospora SCUA-1E
73 Alternaria limaciformis CBS 481.81
85 ——Alfernaria molesta CBS 548.81
57 @ Alternaria chlamydospora SCUA-16E
Alternaria chlamydospora CBS 491.72
Alternaria soliaridae CBS 118387
Alternaria telluster EGS 33-026
95 L—Alfernaria tellustris CBS 538.83
—Alternaria aspera CBS 115269
78 ——Alternaria selini CBS 109382
94 98 — Curvularia mosaddeghii IRAN 3123C
61 Curvularia mosaddeghii IRAN 3131C
Curvularia shahidchamranensis TRAN 3133C
91 —Curvularia rouhanii CBS 144674
88 Curvularia rouhanii CBS 144675
Curwvularia beasleyi BRIP 10972
55 Curvularia dactyloctenii BRIP 12846
94 @ Curvularia sp. CBS 144736
71 @ Curvularia sp. SCUA-11C-2
@ Curvularia ahvazensis CBS 144737
Curvularia ahvazensis CBS 144673
Curvularia hawaiiensis BRIP 11987
Curvularia nodosa CPC 28801

Chytriomyces hyalinus WID 131
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Figure 1. Single-locus tree based on ITS sequence (scale free) obtained from a maximum likelihood
analysis under K2+G model. Phylogenetic relation of the isolates under survey (red-color filled circle)
is shown with their closely related species. Bootstrap values lower than 50% have been deleted. The
tree was rooted with Chytriomyces hyalinus WJD 131.
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Figure 2. Two-locus tree based on ITS and GAPDH sequences of Curvularia isolates under study and
selected from GenBank, constructed from a maximum likelihood analysis under K2+G model.
Phylogenetic relation of the isolates under survey (red-color filled circles) is only shown with their
closely related species. Bootstrap values lower than 50% have been deleted. The tree was rooted with

Curvularia shahidchamranensis IRAN 3133C.
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Figure 3. Curvularia ahvazensis (CBS 144737): A, B and D) Conidiophores, conidiogeneous cells and
conidia. C) Host (Scirpus maritimus).
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Abstract

In this study, 25 samples containing root, stem and leaf of the asymptomatic, salt- and heat-tolerant plants
growing around Abadan and Ahvaz, were collected and their endophytic fungi were isolated on potato-
dextrose-agar (PDA). Thirty five isolates were obtained, 11 out of them were selected based on the
morphology of sexual and asexual structures for molecular identification. In molecular assay, the identity of
representative isolates was determined using the sequence data of ITS-rDNA and GAPDH (for Curvularia
isolates). Based on a combination of morphological and molecular data, the representative isolates were
identified and described as following; Alternaria chlamydospora, A. phragmospora, Chaetomium olivaceum,
Curvularia ahvazensis, Curvularia sp., Fusarium chlamydosporum and Fusarium sp.To the best of our
knowledge, these fungal endophytes are here reported from Aeluropus littoralis, Atriplex lentiformis,
Carthamus oxyacantha, Salicornia subterminalis and Scirpus maritimus for the first time.

Keywords: Fungal endophytes, Salt-tolerant plants, Morphological and molecular identification, Khuzestan

province.
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